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Figure 1. Three Novel mAb Conformational Array ELISA from Variable Region

0.7
0.6
0.5
£
g Emabl
@ EmAb2
[ mmab3
@]
AbL Ab2 Ab3 Ab4 AbS Abé AbT Abs Ab9 AbLO AblLL AbL2
Variable Region (L+H) Antibodies
Figure 2. Three Novel mAb Conformational Array ELISA from Constant Region
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R 1 (ArEEX)
BREBRIE 3023 T 20 BT R A25 OhtRE D H9%

57

1 2 3 4 5 6 7 8 9 |10 | 11 | 12
Abi |AbZ |Ab3 |Ab4 | AbS |Ab6 | Ab7 | b8 | AbS | Abi0 | Abil | AbiZ
Abi |Ab2 |Ab3 | Ab4 | AbS | Ab6 |Ab7 | AbS |Ab3 | Abi0 | Abli | Abi2
Abl |AbZ |Ab3 |Ab4 | AbS |Ab6 | Ab7 | b8 | AbS | Abi0 | Abil | Ab1Z
Abl | Ab2 |Ab3 | Ab4 |Ab5 |Ab6 |Ab7 |Ab8 |Ab9 |Abl0 | Abll | Abl2
Abl | Ab2 |Ab3 | Ab4 |Ab5 |Ab6 |Ab7 |Ab8 |Ab9 |Abl0 | Abll | Abl2
Abl | Ab2 |Ab3 | Ab4 |Ab5 |Ab6 |Ab7 |Ab8 |Ab9 |Abl0 | Abll | Abl2
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Egtatk 2 (fEEX-1)
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Abl3 | Abl4 |Abl5 |Abl6 |Abl7 |Abl8 |Abl9 | Ab20 | Ab21 | Ab22 | Ab23
Abl3 | Abl4 |Abl5 |Abl6 |Abl7 |Abl8 |Abl9 | Ab20 | Ab21 | Ab22 | Ab23
Abl3 | Abl4 |Abl5 |Abl6 |Abl7 |Abl8 |Abl9 | Ab20 | Ab21 | Ab22 | Ab23
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R 3 (fEEX-2)
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Ab24 | Ab25 | Ab26 | Ab27 | Ab28 | Ab29 | Ab30 | Ab31
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